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Introduction: Conclusion:

* microRNAs (miRNAs) are small non-coding RNASs regulating up
to 60 % of human mRNAs, including genes related to axial
spondyloarthritis (axSpA).

» This study aims to profile miRNome and to identify candidate
MIRNAs determining disease severity in patients with non-
radiographic (nr) and radiographic (r) axSpA.

» This study focus on miRNAs association with diseases actvity
(based on Ankylosing Spondylitis Diseases Activity Score (ASDAS)
and radiographs).

* miR-4286 and miR-451a are positively associated with clinical
and laboratory disease activity.

* miR-1248 and miR-26a-2-3p are downregulated
patients compared to healthy individuals.

* In this extensive study, we identified a set of miRNAs that could
play arole in the proces of axSpA.

* None of the miIRNAs could distinguish the form of axSpA.

In axSpA
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Tab 2 Demographic and clinical characteristics of 96 subjects included in
the screening cohort.
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